Supplementary Table 5. Samples selected: Danio rerio (pool “D”), Caenorhabditis elegans (pool “E”), Saccharomyces cerevisiae (pool “F”), Escherichia coli (pool “G”). All Samples Ids and Platforms Ids are related to GEO database.

“/”: not specified

	Study ID


	Sample ID
	Sample type
	Platform
	Microarray
	Spots
	Ref.

	Pool “D” - Wildtype adults

(n=23)

	D1

(n=1)
	GSM74260
	Brain
	GPL1319
	[Zebrafish] Affymetrix Zebrafish Genome Array
	15,617
	[1]

	D2...D4

(n=3)
	GSM305891...93
	”
	”
	”
	”
	[2]

	D5...D8

(n=4)
	GSM280425...28
	”
	”
	”
	”
	[3]

	D9...D23

(n=15)
	GSM337575...77,

GSM337591...93,

GSM337604...06,

GSM337618...20,

GSM337631...33
	”
	”
	”
	”
	[4]

	Pool “E” - Strain N2, wildtype young adults 

(n=19)

	E1...E3

(n=3)
	GSM214716. GSM214725,

GSM214727
	Whole worm
	GPL200
	[Celegans] Affymetrix C. elegans Genome Array
	22,625
	[5]

	E4...E7

(n=4)
	GSM419959...62
	”
	”
	”
	”
	[6]

	E8...E12

(n=5)
	GSM250116...20
	”
	”
	”
	”
	[7], [8]

	E13...E16

(n=4)
	GSM40308...11
	”
	”
	”
	”
	[7], [8]

	E17...E19

(n=3)
	GSM536251...53
	”
	”
	”
	”
	[7], [8]

	Pool “F” - Strain S288C, wildtype adults

(n=19)

	F1-F2

(n=2)
	GSM248646-45
	/
	GPL5092
	Bauer Center for Genomics Research_Saccharomyces cerevisiae 70mer array, Hartl Lab
	7,744
	[9]

	F3

(n=1)
	GSM34635
	/
	GPL90
	[YG_S98] Affymetrix Yeast Genome S98 Array
	9,335
	[10]

	F4...F19

(n=16)
	GSM67593,

GSM67610,

GSM67627,

GSM67596,

GSM67613,

GSM67630,

GSM67599,

GSM67616,

GSM67633,

GSM67602,

GSM67619,

GSM67636,

GSM67605,

GSM67622,

GSM67639,

GSM67608
	/
	”
	”
	”
	[11]

	Pool “G” - strain K-12, substr. MG1655, exponential growth, aerobic, wildtype

(n=8)

	G1...G3

(n=3)
	GSM247608,

GSM247612,

GSM247613
	/
	GPL199
	[Ecoli_ASv2] Affymetrix E. coli Antisense Genome Array
	7,312
	[12]

	G4-G5

(n=2)
	GSM469137,

GSM469138
	/
	GPL3154
	[E_coli_2] Affymetrix E. coli Genome 2.0 Array
	10,208
	[13]

	G6...G8

(n=3)
	GSM510322...24
	/
	”
	”
	”
	[14]
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